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GeneMarkerHID supports numerous  
applications for Human Identity, 

including: Database Searches, 
Mixture Analysis,  

Kinship Analysis, and  
Paternity Testing..   

Select your process settings  
manually, or use one of  
GeneMarkerHID’s pre-made templates 
(Fusion®, Globalfiler®, Identifiler®, 
PowerPlex®16, etc.) or create your own.  
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Click Add, and navigate to the 

specific files you would like to 

import (.hid, .fsa, .sg1). 

Navigate to File → Open 

Data to import your files. 
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Toggle dye colors 

Double-click on a 

sample file to 

display/hide it. 

Raw Data Screen                                                    User Manual Chapter 2 

Draw a box from left to 

right with your mouse to 

zoom in. Right to left 

zooms back out.  
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Process Raw Data 



Run Wizard: Template Selection                                                               User Manual Chapter 2 

Click the          icon or navigate to Project ⟶ Run to process your data:  

(1) Select the pre-saved 

template corresponding 

to your kit or chemistry. 

(2) Or, manually 

select your Panel, 

Size Standard, 

and Standard 

color. 

(3) After making your 

selections, click Next >> 
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Minimum Intensity and Percentage Global 

Max are applied to peaks called outside any 

marker ranges. Marker specific parameters 

may be adjusted using the Panel Editor tool 

(discussed later).   

Use default settings or customize 

the Data Processing Options. 
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After making your 

selections click OK 

Select these two settings to 

automatically calibrate the ladder to 

the instrument run, and to enable the 

program to select the best fit ladder 

for each sample.  



Green Icons indicate that 

size calling was successful. 

Project details are summarized 

at the bottom of the screen: 
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Passing Allelic Ladders 

are in Bold font. 



Marker Specific Settings                                                                             User Manual Chapter 5 

Select your panel from 

the file tree to the left. 

Marker Specific settings can be set in the panel 

editor (Tools → Panel Editor). 

Right click on a marker and select 

Edit Marker to view analysis 

thresholds for that locus. 

 

Select the panel from the Panel 

Template list to make and save any 

changes to the marker parameters. 



Reviewing Size Calls                                                                                    User Manual Chapter 4 

Click the size calibration 

icon to review sizing data. 



Allele Calls are summarized 

in the Report Table to the 

right. 

Click the show chart/table icon 

to display a peak table below 

the electropherogram. 
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Green icons indicate that a 

peak passed all analysis 

parameters. Yellow peaks 

are in the check range for a 

parameter, and red peaks 

failed a parameter. 



The Quality 

Reason column 

displays why a 

peak was flagged. 

Quality Reason definitions can be 

displayed by clicking the Help button. 
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Edits will be appended 

to the peak table and 

report table. 

Simply right-click on a peak to 

edit, confirm, or delete it. 
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Generating Print Reports                                                                           User Manual Chapter 6 

Click the          icon to generate print reports. 

Use the tabs to toggle 

between Standard, Advanced, 

and Page settings. 

Enter a template name and click Save, 

below, to save settings for future reports. 

Click Preview to review the 

image prior to printing. 



Reports can be printed 

directly, or saved as a PDF, 

JPEG, or PNG image. 
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The Report Table can be 

saved as an excel or text file 

by simply clicking the       icon. 
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The Report Table will be saved in the same 

format in which it is being displayed. Click the     

icon to modify the contents and format of the 

report table. 



Gene ® comes pre-loaded with 

several post genotyping human identity applications. 

Post Genotyping Applications 

They can be accessed by navigating to 

Applications → Relationship Testing. 
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The Database search tool allows the user to create 

a database of profiles, and then search it for 

possible matches or relatives using Identity by 

Descent (IBD) to calculate likelihood ratios.  

The program will display the most likely relative for 

a variety of relationships. Likelihood ratios (LR = PI 

/ KI) are displayed for each profile. 



The Relationship testing application enables extensive paternity testing 

using AABB paternity and motherless case calculations. Select the 

calculation details tab export PI, POP and genotypes for each family. 
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Shown here is an 

example of exclusion: 



Kinship Analysis                                                                                           User Manual Chapter 8 

The built-in Kinship analysis tool allows the user to 

calculate LRs across three generations.  



The preloaded mixture analysis tool can completely 

deconvolute mixtures with two contributors, and calculate 

PI, PE, LR, and RMNE 

Mixture Analysis                                                                                          User Manual Chapter 7 

If no contributors are found in the 

current project, the user may search 

GeneMarkerHID’s built in database.  



More Information 

Thank you for your interest in Gene ®

Have more questions? Please email tech_support@softgenetics.com or call 
814-237-9340 to…  
 

• Obtain more information about GeneMarkerHID 
• Request a Quotation 
• Schedule a Free, online training session with a SoftGenetics expert  

 
Finally, please note that the User Manual is always available by navigating to 
Help → Help. 
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